Development and characterization of a cytokine-based classifier to predict response
to Immunotherapy using an ex vivo live tumor fragment platform ,
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Introduction Results Conclusions
=xisting biomarkers for immune checkpoint inhibitor (ICI) 1 Clustering of cytokine profiling data from 140 patients reveals a subset of samples enriched for response

response are inaccurate, resulting in ineffective treatment
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mitigate tumor heterogeneity, making the use of standard of - ' depicting changes in patients y|e|ds distinct heatma o,

care core needle biopsies (CNBs) challenging . ._ . | .
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B Training on the heatmap yielded a
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oo lver ey A) Area under the curve (AUC) analysis of receiver operator characteristic (ROC) and A) Clinical response (measured by RECIST v1.1 or pathologic response)
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